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SEQUENCE LISTING 
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TANG , Y . Tom 
CORLEY, Neil C. 
GUEGLER , Karl J. 
YUE, Henry 
BAUGHN , Marian R . 
LAL, Preeti 
HILLMAN , Jennifer L. 
BANDMAN , Olga 
AZIMZAI, Yalda 
AU- YOUNG , Janice 

<120> HUMAN CELL SURFACE RECEPTOR PROTEINS 
<130> PF-0636 PCT 



<140> To Be Assigned 
<141> Herewith 

<150> 09/121,280; unassigned; 09/206,647; unassigned; 60/123,404 

<151> 1998-11-12; 1998-11-12; 1998-12-07; 1998-12-07; 1999-03-08 

<160> 26 

<170> PERL Program 

<210> 1 
<211> 81 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2355971CD1 

<400> 1 

Met Gly Pro Arg Arg Leu Leu Leu Val Ala Ala Cys Phe Ser Leu 
15 10 15 

Cys Gly Pro Leu Leu Ser Ala Arg Thr Arg Ala Arg Arg Pro Gly 

20 25 30 

Glu Arg Cys Thr Gly Met Gly Cys Ala Gly Gly Gly Thr Pro Arg 

35 40 45 

Gly Asp Cys Gly Gly His Cys Cys Asp Phe Ser Ser Pro Leu Pro 

50 55 60 

Gin Phe Pro Pro Lys Ala Lys Leu Ala Phe Gly Leu Arg Ser Gly 

65 70 75 

Val Phe Ser Ser His Val 

80 

<210> 2 
<211> 140 
<212> PRT 
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<213 > Homo sapiens 
<220> 

<221> misc_f eacure 

<223> Incyte ID No: 2917059CD1 

<400> 2 

Met Met Ala Gly lie Arg Ala Leu Phe Met Tyr Leu Trp Leu Gin 

15 10 15 

Leu Asp Trp Val Ser Arg Gly Glu Ser Val Gly Leu His Leu Pro 

20 25 30 

Thr Leu Ser Val Gin Glu Gly Asp Asn Ser He He Asn Cys Ala 

35 40 45 

Tyr Ser Asn Ser Ala Ser Asp Tyr Phe He Trp Tyr Lys Gin Glu 

50 55 60 

Ser Gly Lys Gly Pro Gin Phe He lie Asp He Arg Ser Asn Met 

65 70 75 

Asp Lys Arg Gin Gly Gin Arg Val Thr Val Leu Leu Asn Lys Thr 

80 85 90 

Val Lys His Leu Ser Leu Gin He Ala Ala Thr Gin Pro Gly Asp 

95 100 105 

Ser Ala Val Tyr Phe Cys Ala Glu Asn Thr His Cys Phe Pro Gly 

110 H5 I 20 
He Cys Asn His His Pro Asn Leu Arg Trp Glu Val Lys Gin His 

125 130 135 
Pro Phe Pro Leu Gin 
140 
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<2X0> 3 

<211> 358 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 538181CD1 

<400> 3 



Met 


Ala 


Trp 


Ala 


Leu 


Tyr 


Leu 


Ser. 


Leu 


Gly 


Val 


Leu 


Trp 


Val 


Ala 


l 








5 










10 










15 


Gin 


Met 


Leu 


Leu 


Ala 
20 


Ala 


Gly 


Cys 


His 


Ala 
25 


Ala 


Ala 


Ser 


Phe 


Glu 
30 


Thr 


Leu 


Gin 


Cys 


Glu 
35 


Gly 


Pro 


Val 


Cys 


Thr 
40 


Glu 


Glu 


Ser 


Ser 


Cys 
45 


His 


Thr 


Glu 


Asp 


Asp 


Leu 


Thr 


Asp 


Ala 


Arg 


Glu 


Ala 


Gly 


Phe 


Gin 








50 










55 










60 


Val 


Lys 


Ala 


Tyr 


Thr 


Phe 


Ser 


Glu 


Pro 


Phe 


His 


Leu 


He 


Val 


Ser 








65 










70 










75 


Tyr 


Asp 


Trp 


Leu 


He 


Leu 


Gin 


Gly 


Pro 


Ala 


Lys 


Pro 


Val 


Phe 


Glu 






80 










85 










90 


Gly 


Asp 


Leu 


Leu 


Val 


Leu 


Arg 


Cys 


Gin 


Ala 


Trp 


Gin 


Asp 


Trp 


Pro 






95 










100 










105 


Leu 


Thr 


Gin 


Val 


Thr 
110 


Phe 


Tyr 


Arg 


Asp 


Gly 
115 


Ser 


Ala 


Leu 


Gly 


Pro 
120 
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Pro 


Gl V 


Pro 


Asn 


Arg 
125 


Glu 


Phe 


Ser 


He 


Thr 
130 


Val 


Val 


Gin 


Lys 


Ala 
135 


Asp 


Ser 


Gly 


His 


Tyr 
140 


His 


Cys 


Ser 


Gly 


He 
145 


Phe 


Gin 


Ser 


Pro 


Gly 
150 


Pro 


Gly 


He 


Pro 


Glu 
155 


Thr 


Ala 


Ser 


Val 


Val 
160 


Ala 


lie 


Thr 


Val 


Gin 
165 


Glu 


Leu 


Phe 


Pro 


Ala 


Pro 


He 


Leu 


Arg 


Ala 


Leu 


Pro 


Ser 


Ala 


Glu 








170 










175 










180 


Pro 


Gin 


Ala 


Gly 


Gly 


Pro 


Met 


Thr 


Leu 


Ser 


Cys 


Gin 


Thr 


Lys 


Leu 






185 










190 










195 


Pro 


Leu 


Gin 


Arg 


Ser 


Ala 


Ala 


Arg 


Leu 


Leu 


Phe 


Ser 


Phe 


Tyr 


Lys 






200 










205 








Phe 


210 


Asp 


Gly 


Arg 


He 


Val 
215 


Gin 


Ser 


Arg 


Gly 


Leu 
220 


Ser 


Ser 


Glu 


Gin 
225 


He 


Pro 


Thr 


Ala 


Ser 


Glu 


Asp 


His 


Ser 


Gly 


Ser 


Tyr 


Trp 


Cys 


Glu 






230 










235 








Gin 


240 


Ala 


Ala 


Thr 


Glu 


Asp 


Asn 


Gin- 


Val 


Trp 


Lys 


Gin 


Ser 


Pro 


Leu 








245 










250 










255 


Glu 


Tie 


Arg 


Val 


Gin 


Gly 


Ala 


Ser 


Ser 


Ser 


Ala 


Ala 


Pro 


Pro 


Thr 








260 










265 










270 


Leu 


Asn 


Pro 


Ala 


Pro 


Gin 


Lys 


Ser 


Ala 


Ala 


Pro 


Gly 


Thr 


Ala 


Pro 








275 










280 










285 


Glu 


Glu 


Ala 


Pro 


Gly 
290 


Pro 


Leu 


Pro 


Pro 


Pro 
295 


Pro 


Thr 


Pro 


Ser 


Ser 
300 


Glu 


Asp 


Pro 


Gly 


Phe 


Ser 


Ser 


Pro 


Leu 


Gly 


Met 


Pro 


Asp 


Pro 


His 








305 










310 










315 


Leu 


Tyr 


His 


Gin 


Met 


Gly 


Leu 


Leu 


Leu 


Lys 


His 


Met 


Gin 


Asp 


Val 








320 










325 










330 


Arg 


Val 


Leu 


Leu 


Gly 


His 


Leu 


Leu 


Met 


Glu 


Leu 


Arg 


Glu 


Leu 


Ser 








335 










340 










345 


Gly His 


Arg 


Lys 


Pro 


Gly 


Thr 


Thr 


Lys 


Ala 


Thr 


Ala 


Glu 














350 










355 













<210> 4 

<2H> 201 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No; 1368760CD1 



<400> 4 


























Val 


Met 


Ala 


Arg 


Gin 


Lys 


Lys 


Met 


Gly 


Gin 


Ser 


Val 


Leu 


Arg 


Ala 


1 






5 










10 










15 


Phe 


Phe 


Leu 


Val 


Leu 


Gly 


Leu 


Leu 


Gly 


His 


Ser 


His 


Gly 


Gly 


Phe 








20 








25 










30 


Pro 


Asn 


Thr 


He 


Ser 


He 


Gly 


Gly 


Leu 


Phe 


Met 


Arg 


Asn 


Thr 


Val 










35 










40 










45 


Gin 


Glu 


His 


Ser 


Ala 


Phe 


Arg 


Phe 


Ala 


Val 


Gin 


Leu 


Tyr 


Asn 


Thr 








50 










55 










60 


Asn 


Gin 


Asn 


Thr 


Thr 


Glu 


Lys 


Pro 


Phe 


His 


Leu 


Asn 


Tyr 


His 


Val 








65 










70 










75 


Asp 


Leu 


Leu 


Asp 


Ser 


Ser 


Asn 


Ser 


Phe 


Ser 


Val 


Thr 


Asn 


Ala 


Phe 
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80 85 90 

Cys Ser Gin Phe Ser Arg Gly Val Tyr Ala He Phe Gly Phe Tyr 

95 100 105 

Asp Gin Met Ser Met Asn Thr Leu Thr Ser Phe Cys Gly Ala Leu 

110 H5 120 

His Thr Ser Phe Val Thr Pro Ser Phe Pro Thr Asp Ala Asp Val 

125 130 I 35 

Gin Phe Val He Gin Met Arg Pro Ala Leu Lys Gly Ala He Leu 

140 145 150 

Ser Leu Leu Gly His Tyr Lys Trp Glu Lys Phe Val Tyr Leu Tyr 

155 160 16 5 

Asp Thr Glu Arg Gly Lys Lys Arg His Leu Leu Cys Ser Leu Asp 

170 175 180 

He His Val He Val Phe Lys Leu Pro Gin Leu Met Cys Pro Leu 

185 190 I 95 
Leu Pro He Asn Lys He 

200 

<210> 5 

<211> 117 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1670669CD1 

<400> 5 

Met Asp His Leu Gly Ala Ser Leu Trp Pro Gin Val Gly Ser Leu 
15 10 15 

Cys Leu Leu Leu Ala Gly Ala Ala Trp Ala Pro Pro Pro Asn Leu 

20 25 30 

Pro Asp Pro Lys Phe Glu Ser Lys Ala Ala Leu Leu Ala Ala Arg 

35 40 45 

Gly Pro Glu Glu Leu Leu Cys Phe Thr Glu Arg Val Gly Gly Leu 

50 55 60 

Gly Met Ser His Gly Lys Leu Cys Arg Leu His Gin Ala Pro Thr 

65 70 75 

Ala Arg Gly Gly Gly Ala Leu Leu Val Cys Ala Ala Tyr Arg Arg 

80 85 90 

His Val Glu Leu Arg Ala Pro Arg Val Gly Arg His Ser Ser Leu 

95 100 IO 5 

Arg Arg Ser Ala He Ser Pro Cys His Pro His Gin 
110 H5 



<210> 6 

<211> 455 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mis c_ feature 

<223> Incyte ID No: 2851578CD1 
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<400> 6 


























Gin 


Met 


Glu 


Gly 


Gly 


Arg 


ax a 




Gly 


Phe 


Pro 


Leu 


Ala 


Cys 


Lys 


1 






5 










10 










15 


Glu 


His 


Arg 


Val 


Phe 


Leu 


Ser 


Gly 


Cys 


Glu 


Asn 


Ala 


Asp 


Glu 


Asn 








*"> ft 










25 










30 


Pro 


Arq 


Met 


Leu 


Cys 


His 


Arg 


Gly 


Gly 


Gin 


Leu 


He 


Val 


Pro 


He 








.J b 










40 










45 


lie 


Pro 


Leu 


Cys 


Pro 


bill 


nib 


Q ^ T* 
OCX. 


Cvs 


Arcr 


Gly 


Arcr 


Arg 


Leu 


Gin 








C ft 

b U 










55 










60 


Asn 


Leu 


Leu 


Ser 


Gly 

b b 


Pro 


Trp 


Pro 


Lys 


Gin 
70 


Pro 


Met 


Glu 


Leu 


His 
75 


Asn 


Leu 


Ser 


Ser 


Pro 

O ft 

o U 


Ser 


Pro 


Ser 


Leu 


Ser 
85 


Ser 


Ser 


Val 


Leu 


Pro 
90 


Pro 


Ser 


Phe 


Ser 


Pro 


Ser 


D 

ri 


Ser 


Ser 


Ala 


Pro 


Ser 


Ala 


Phe 


Thr 








95 










100 










105 


Thr 


Val 


Gly 


Gly 


Ser 
110 


Ser 


uiy 


Gly 


Pro 


Cvs 

115 


His 


Pro 


Thr 


Ser 


Ser 
120 


Ser 


Leu 


Val 


Ser 


Ala 


Phe 


Leu 


Ala 


Pro 


lie 


Leu 


Ala 


Leu 


Glu 


Phe 








12 5 










130 










135 


Val 


Leu Gly 


Leu 


V c± X 


\j J- y 


As n 


Ser 


Leu 


Ala 


Leu 


Phe 


He 


Phe 


Cys 










140 










14 5 










150 


lie 


His 


Thr 


Arg 


Pro 


Trp 


TH r~ 

x Hi- 


Ser 


Asn 


Thr 


Val 


Phe 


Leu 


Val 


Ser 








155 










16 0 










165 


Leu 


Val 


Ala 


Ala 


Asp 
170 


Phe 


Leu 


Leu 


x x e 


Cor 
OCX 

1 Tt: 
-L ' -J 


Asn 


Leu 


Pro 


Leu 


Arg 
180 


Val 


Asp 




Tyr 


Leu 


Leu 


His 


blU 


TV* v 

i nr 


i rp 




Phe 


Glv 


Ala 


Ala 






18 5 










190 










195 


Ala 


Cys 


Lys 


Val 


Asn 


Leu 


rlic 


l v iC L. 


Leu 


Ser 


Thr 


Asn 


Arcr 


Thr 


Ala 






200 










205 










210 


Ser 


Val 


Val 


Phe 


Leu 


Thr 


Til a 

ax a 


lie 


Ala 


Leu 


Asn 


Arg 


Tvr 


Leu 


Lys 








215 










220 










225 


Val 


Val 


Gin 


Pro 


His 


rixS 


V d X 


Leu 


Ser 


Arcr 


Ala 


Ser 


Val 


Gly 


Ala 








230 










235 










240 


Ala 


Ala 


Arg 


Val 


Ala 


Caiy 


(jxy 


Leu 


iX t J 


Val 


Glv 


He 


Leu 


Leu 


Leu 








245 










250 










255 


Asn 


Gly 


His 


Leu 


Leu 


Leu 


Ser 


Thr 


Phe 


Ser 


Gly 


Pro 


Ser 


Cys 


Leu 








260 










26 5 










270 


Ser 


Tyr 


Arg 


val 


xy 


i Hi 


Lys 


Pro 


Ser 


Ala 


Ser 


Leu 


Arg 


Trp 


His 






2 75 










280 










285 


Gin 


Ala 


Leu 


Tyr 


Leu 


Leu 


CjXU 


fixe 


Php 


Leu 


Pro 


Leu 


Ala 


Leu 


He 








290 










295 










300 


Leu 


Phe 


Ala 


lie 


Val 
305 


Ser 


x xe 


uiy 


Leu 


Thr 

J X V 


lie 


Arcr 


Asn 


Arg 


Gly 

315 


Leu 


Gly 


Gly 


Gin 


Aia 






Gin 




Ala 


Met 


Arcr 


Val 


Leu 


Ala 






~i o ft 










325 










330 


Met 


Val 


Val 


Ala 


vai 


Tyr 


X ill. 


Tie 




Phe 


Leu 


Pro 


Ser 


He 


He 


















34 0 










345 


Phe 


Gly 


Met 


Ala 


Ser 


Met 


Val 


Ala 


Phe 


Trp 


Leu 


Ser 


Ala 


Cys 


Arg 


















355 










360 


Ser 


Leu 


Asp 


Leu 


Cys 


Thr 


Gin 


Leu 


Phe 


His 


Gly 


Ser 


Leu 


Ala 


Phe 








365 










370 










375 


Thr 


Tyr 


Leu 


Asn 


Ser 


Val 


Leu 


Asp 


Pro 


Val 


Leu 


Tyr 


Cys 


Phe 


Ser 








380 










385 










390 


Ser 


Pro 


Asn 


Phe 


Leu 
395 


His 


Gin 


Ser 


Arg 


Ala 
400 


Leu 


Leu 


Gly 


Leu 


Thr 
405 
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Arg Gly Arg Gin Gly Pro Val Ser Asp Glu Ser Ser Tyr Gin Pro 
410 415 420 

Ser Arg Gin Trp Arg Tyr Arg Glu Ala Ser Arg Lys Ala Glu Ala 
425 430 435 

He Gly Lys Leu Lys Val Gin Gly Glu Val Ser Leu Glu Lys Glu 
440 445 450 

Gly Ser Ser Gin Gly 
455 



<210> 7 

<211> 453 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID NO: 3393757CD1 

<400> 7 

Met Gin Leu Asp Trp Asn Gin Ala Gin Lys Ser Gly Asp Pro Gly 
15 10 15 

Pro Ser Val Val Gly Leu Val Ser He Pro Gly Met Gly Lys Leu 
20 25 30 

Leu Ala Glu Ala Pro Leu Val Leu Glu Pro Glu Lys Gin Met Leu 
35 40 45 

Leu His Glu Thr His Gin Gly Leu Leu Gin Asp Gly Ser Pro He 
50 55 60 

Leu Leu Ser Asp Val He Ser Ala Phe Leu Ser Asn Asn Asp Thr 
65 70 75 

Gin Asn Leu Ser Ser Pro Val Thr Phe Thr Phe Ser His Arg Ser 
80 85 90 

Val He Pro Arg Gin Lys Val Leu Cys Val Phe Trp Glu His Gly 
95 100 105 

Gin Asn Gly Cys Gly His Trp Ala Thr Thr Gly Cys Ser Thr He 
110 H5 120 

Gly Thr Arg Asp Thr Ser Thr He Cys Arg Cys Thr His Leu Ser 
125 130 135 

Ser Phe Ala Val Leu Met Ala His Tyr Asp Val Gin Glu Glu Asp 
140 145 150 

Pro Val Leu Thr Val He Thr Tyr Met Gly Leu Ser Val Ser Leu 
155 160 1^5 

Leu Cys Leu Leu Leu Ala Ala Leu Thr Phe Leu Leu Cys Lys Ala 
170 175 180 
He Gin Asn Thr Ser Thr Ser Leu His Leu Gin Leu Ser Leu Cys 
185 190 195 
Leu Phe Leu Ala His Leu Leu Phe Leu Val Ala He Asp Gin Thr 
200 205 210 
Gly His Lys Val Leu Cys Ser He He Ala Gly Thr Leu His Tyr 
215 220 225 
Leu Tyr Leu Ala Thr Leu Thr Trp Met Leu Leu Glu Ala Leu Tyr 
230 235 240 
Leu Phe Leu Thr Ala Arg Asn Leu Thr Val Val Asn Tyr Ser Ser 
245 250 255 
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He 


Asn 


Arg 


Phe 


Met 
9 a 

Z. D \J 


Lys 


Lys 


Leu 


Met 


Val 


Pro 


Ala 


Val 


Thr 
2 7 5 


Val 


Ala 


He 


Ser 


Leu 


Tyr 


Gly 


Thr 


Pro 
2 90 


Ser 


Arg 


Cys 


Trp 


Phe 


He 


Trp 


Gly 


Phe 
3 05 


Leu 


Gly 


Pro 


Val 


Asn 


Leu 


Val 


Leu 


Phe 
32 0 


Leu 


Val 


Thr 


Leu 


Leu 


Ser 


Ser 


Leu 


Asn 
33 5 


Ser 


Glu 


Val 


Ser 


Met 


Leu 


Ala 


Phe 


Lys 
3 50 


Ala 


Thr 


Ala 


Gin 


Thr 


Trp 


Cys 


Leu 


Gly 
36 5 


He 


Leu 


Gin 


val 


Met 


Ala 


Tyr 


Leu 


Phe 
ion 

J O \J 


Thr 


He 


He 


Asn 


He 


Phe 


Leu 


val 


Tyr 
3 95 


Cys 


Leu 


Leu 


Ser 


Tyr 


Glv 


Lvs 


Trp 


Ser 
410 


Lys 


Gly 


He 


Arg 


Glu 


Met 


His 


Thr 


Leu 
425 


Ser 


Ser 


Ser 


Ala 


Pro 


Ser 


Thr 


Val 


Arg 
440 


Ser 


Arg 


He 


Ala 


Arg 


Pro 


Thr 
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Phe 


Pro 


Val 


Gly 


Tyr 


Gly 


265 










270 


Ala 


Ala 


Ser 


Arg 


Pro 


His 


280 










285 


Leu 


Gin 


Pro 


Glu 


Lys 


Gly 


295 










300 


Cys 


Ala 


He 


Phe 


Ser 


Val 


310 










315 


Trp 


He 


Leu 


Lys 


Asn 


Arg 


325 










330 


Thr 


Leu 


Arg 


Asn 


Thr 


Arg 


340 










345 


Leu 


Phe 


He 


Leu 


Gly 


Cys 


355 










360 


Gly 


Pro 


Ala 


Ala 


Arg 


Val 


370 










375 


Ser 


Leu 


Gin 


Gly 


Val 


Phe 


385 










390 


Gin 


Gin 


Val 


Arg 


Glu 


Gin 


400 










405 


Lys 


Leu 


Lys 


Thr 


Glu 


Ser 


415 










420 


Lys 


Ala 


Asp 


Thr 


Ser 


Lys 


430 










435 


Pro 


Glu 


His 


Phe 


Thr 


Asn 


445 










450 



<210> 8 

<211> 442 

<212> PRT 

<213 > Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 312256CD1 



<400> 8 
























Ala 


Ala 


Met 


Ala 


Ser 


Val 


Val 


Leu 


Pro 


Ser 


Gly 


Ser 


Gin 


Cys 


Ala 


1 






5 










10 










15 


Ala 


Ala 


Ala 


Ala 


Ala 


Pro 


Pro 


Gly 


Leu 


Arg 


Leu 


Arg 


Leu 


Leu 


Leu 






20 










25 










30 


Leu 


Leu 


Phe 


Ser 


Ala 


Ala 


Ala 


Leu 


He 


Pro 


Thr 


Gly Asp 


Gly 


Gin 








35 










40 










45 


Asn 


Leu 


Phe 


Thr 


Lys 
50 


Asp 


Val 


Thr 


Val 


He 
55 


Glu 


Gly 


Glu 


Val 


Ala 
60 


Thr 


He 


Ser 


Cys 


Gin 


Val 


Asn 


Lys 


Ser 


Asp 


Asp 


Ser 


Val 


He 


Gin 








65 










70 










75 


Leu 


Leu 


Asn 


Pro 


Asn 


Arg 


Gin 


Thr 


He 


Tyr 


Phe 


Arg 


Asp 


Phe 


Arg 








80 








85 










90 


Pro 


Leu 


Lys 


Asp 


Ser 


Arg 


Phe 


Gin 


Leu 


Leu 


Asn 


Phe 


Ser 


Ser 


Ser 






95 










100 








Glu 


105 


Glu 


Leu 


Lys 


Val 


Ser 


Leu 


Thr 


Asn 


Val 


Ser 


He 


Ser 


Asp 


Gly 
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110 H5 120 

Arg Tyr Phe Cys Gin Leu Tyr Thr Asp Pro Pro Gin Glu Ser Tyr 
125 130 i3S 

Thr Thr lie Thr Val Leu Val Pro Pro Arg Asn Leu Met He Asp 
140 145 I 50 

lie Gin Lys Asp Thr Ala Val Glu Gly Glu Glu lie Glu Val Asn 
155 160 16 J 

Cys Thr Ala Met Ala Ser Lys Pro Ala Thr Thr lie Arg Trp Phe 
170 175 "0 

Lys Gly Asn Thr Glu Leu Lys Gly Lys Ser Glu Val Glu Glu Trp 
185 19° 195 

Ser Asp Met Tyr Thr Val Thr Ser Gin Leu Met Leu Lys Val His 
200 205 210 

Lys Glu Asp Asp Gly Val Pro Val He Cys Gin Val Glu His Pro 

215 220 
Ala Val Thr Gly Asn Leu Gin Thr Gin Arg Tyr Leu Glu Val Gin 
230 235 240 

Tyr Lys Pro Gin Val His He Gin Met Thr Tyr Pro Leu Gin Gly 
245 250 255 

Leu Thr Arg Glu Gly Asp Ala Leu Glu Leu Thr Cys Glu Ala lie 
260 265 270 

Gly Lys Pro Gin Pro Val Met Val Thr Trp Val Arg Val Asp Asp 
275 280 285 

Glu Met Pro Gin His Ala Val Leu Ser Gly Pro Asn Leu Phe lie 
290 295 300 

Asn Asn Leu Asn Lys Thr Asp Asn Gly Thr Tyr Arg Cys Glu Ala 
305 310 315 

Ser Asn lie Val Gly Lys Ala His Ser Asp Tyr Met Leu Tyr Val 
320 325 330 

Tyr Asp Pro Pro Thr Thr He Pro Pro Pro Thr Thr Thr Thr Thr 
335 340 345 

Thr Thr Thr Thr Thr Thr Thr Thr He Leu Thr He He Thr Asp 
350 355 360 

Ser Arg Ala Gly Glu Glu Gly Ser He Arg Ala Val Asp His Ala 
365 370 375 

Val He Gly Gly Val Val Ala Val Val Val Phe Ala Met Leu Cys 
380 385 390 

Leu Leu He He Leu Gly Arg Tyr Phe Ala Arg His Lys Gly Thr 
395 400 405 

Tvr Phe Thr His Glu Ala Lys Gly Ala Asp Asp Ala Ala Asp Ala 
410 415 420 

Asp Thr Ala He He Asn Ala Glu Gly Gly Gin Asn Asn Ser Glu 
425 430 435 

Glu Lys Lys Glu Tyr Phe He 
440 



<210> 9 
<211> 382 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1615704CD1 
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Met°Lp Phe Leu Val Leu Phe Leu Phe Tyr Leu Ala Ser Val Leu 



1 5 



10 



Met Gly Leu Val Leu lie Cys Val Cys Ser Lys Thr His Ser Leu 

2 5 

Lys Gly Leu Ala Arg Gly Gly Ala Gin He Phe Ser Cys lie lie 

35 40 45 

Pro Glu Cys Leu Gin Arg Ala Val His Gly Leu Leu His Tyr Leu 

5 5 

Phe His Thr Arg Asn His Thr Phe lie Val Leu His Leu Val Leu 

65 70 75 

Gin Gly Met Val Tyr Thr Glu Tyr Thr Trp Glu Val Phe Gly Tyr 

80 85 9° 

Cys Gin Glu Leu Glu Leu Ser Leu His Tyr Leu Leu Leu Pro Tyr 

95 100 105 

Leu Leu Leu Gly Val Asn Leu Phe Phe Phe Thr Leu Thr Cys Gly 



110 



115 



Thr Asn Pro Gly He He Thr Lys Ala Asn Glu Leu Leu Phe Leu 
125 130 , 135 

His Val Tyr Glu Phe Asp Glu Val Met Phe Pro Lys Asn Val Arg 
140 145 150 

Cys Ser Thr Cys Asp Leu Arg Lys Pro Ala Arg Ser Lys His Cys 
155 16° X " 

Ser Glu Cys Gly Ser Arg Asp Ser Ser Gly Thr Ser Asn Ser Thr 
170 175 180 

Cys Val Gly Phe Val Cys Glu Gly Met Phe Pro Glu Ser Glu Ser 
185 190 195 

Arg Ala Ser Ser Pro Pro Asp Met Val Cys Val Thr Trp Cys Val 
200 205 210 

His Arg Phe Asp His His Cys Val Trp Val Asn Asn Cys He Gly 
215 220 225 

Ala Trp Asn He Arg Tyr Phe Leu He Tyr Val Leu Thr Leu Thr 
230 235 240 

Ala Ser Ala Ala Thr Val Ala He Val Ser Thr Thr Phe Leu Val 
245 250 255 

His Leu Val Val Met Ser Asp Leu Tyr Gin Glu Thr Tyr He Asp 
260 265 270 

Asp Leu Gly His Leu His Val Met Asp Thr Val Phe Leu He Gin 

— ~ 2 8 5 



275 



280 



Tyr Leu Phe Leu Thr Phe Pro Arg He Val Phe Met Leu Gly Phe 



290 



295 



Val Val Val Leu Ser Phe Leu Leu Gly Gly Tyr Leu Leu Phe Val 



305 



310 



Leu Tyr Leu Ala Ala Thr Asn Gin Thr Thr Asn Glu Trp Tyr Arg 

320 325 330 

Gly Asp Trp Ala Trp Cys Gin Arg Cys Pro Leu Val Ala Trp Pro 

335 340 345 

Pro Ser Ala Glu Pro Gin Val His Arg Asn He His Ser His Gly 

350 355 360 

Leu Arg Ser Asn Leu Gin Glu He Phe Leu Pro Ala Phe Pro Cys 

365 370 375 

His Glu Arg Lys Lys Gin Glu 
380 
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<210> 10 
<211> 257 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1659465CD1 

Met°Ala°Ser Lys He Gly Ser Arg Arg Trp Met Leu Gin Leu He 
1 5 1° 15 



Met Gin Leu Gly Ser Val Leu Leu Thr Arg Cys Pro Phe Trp Gly 
20 25 3° 

Cys Phe Ser Gin Leu Met Leu Tyr Ala Glu Arg Ala Glu Ala Arg 
35 40 45 

Arg Lys Pro Asp lie Pro Val. Pro Tyr Leu Tyr Phe Asp Met Gly 
50 55 60 

Ala Ala Val Leu Cys Ala Ser Phe Met Ser Phe Gly Val Lys Arg 
65 70 75 

Arg Trp Phe Ala Leu Gly Ala Ala Leu Gin Leu Ala He Ser Thr 
80 85 90 

Tyr Ala Ala Tyr He Gly Gly Tyr Val His Tyr Gly Asp Trp Leu 
95 100 105 

Lys Val Arg Met Tyr Ser Arg Thr Val Ala He lie Gly Gly Phe 
110 H5 120 

Leu Val Leu Ala Ser Gly Ala Gly Glu Leu Tyr Arg Arg Lys Pro 
125 13° 135 

Arg Ser Arg Ser Leu Gin Ser Thr Gly Gin Val Phe Leu Gly He 
140 I 45 150 

Tyr Leu He Cys Val Ala Tyr Ser Leu Gin His Ser Lys Glu Asp 
155 160 165 

Arg Leu Ala Tyr Leu Asn His Leu Pro Gly Gly Glu Leu Met He 
170 I 75 180 

Gin Leu Phe Phe Val Leu Tyr Gly He Leu Ala Leu Ala Phe Leu 
185 190 I 95 

Ser Gly Tyr Tyr Val Thr Leu Ala Ala Gin He Leu Ala Val Leu 
200 205 210 

Leu Pro Pro Val Met Leu Leu He Asp Gly Asn Val Ala Tyr Trp 
215 220 225 

His Asn Thr Arg Arg Val Glu Phe Trp Asn Gin Met Lys Leu Leu 
230 235 240 

Gly Glu Ser Val Gly He Phe Gly Thr Ala Val He Leu Ala Thr 
245 250 255 

Asp Gly 



<210> 11 

<211> 697 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc feature 
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<223> Incyte ID No: 2120743CD1 

Met^y^Lys Ser Leu Arg Tyr Cys Phe Ser His Cys Leu Tyr Leu 
1 5 10 15 

Ala Met Thr Arg Leu Glu Glu Val Asn Arg Glu Val Asn Met His 
20 25 30 

Ser Ser Val Arg Tyr Leu Gly Tyr Leu Ala Arg lie Asn Leu Leu 
35 40 45 

Val Ala He Cys Leu Gly Leu Tyr Val Arg Trp Glu Lys Thr Ala 
50 55 60 

Asn Ser Leu lie Leu Val He Phe He Leu Gly Leu Phe Val Leu 
65 70 7 5 

Gly He Ala Ser He Leu Tyr Tyr Tyr Phe Ser Met Glu Ala Ala 
80 85 9° 

Ser Leu Ser Leu Ser Asn Leu Trp Phe Gly Phe Leu Leu Gly Leu 
95 100 105 

Leu Cys Phe Leu Asp Asn Ser Ser Phe Lys Asn Asp Val Lys Glu 
110 H5 120 

Glu Ser Thr Lys Tyr Leu Leu Leu Thr Ser He Val Leu Arg He 
125 130 135 

Leu Cys Ser Leu Val Glu Arg He Ser Gly Tyr Val Arg His Arg 
140 145 150 

Pro Thr Leu Leu Thr Thr Val Glu Phe Leu Glu Leu Val Gly Phe 
155 160 165 

Ala He Ala Ser Thr Thr Met Leu Val Glu Lys Ser Leu Ser Val 
170 "5 "0 

He Leu Leu Val Val Ala Leu Ala Met Leu He He Asp Leu Arg 
185 190 I 95 

Met Lys Ser Phe Leu Ala He Pro Asn Leu Val He Phe Ala Val 
200 205 21° 

Leu Leu Phe Phe Ser Ser Leu Glu Thr Pro Lys Asn Pro He Ala 

215 220 2 

Phe Ala Cys Phe Phe He Cys Leu He Thr Asp Pro Phe Leu Asp 
230 235 240 

He Tyr Phe Ser Gly Leu Ser Val Thr Glu Arg Trp Lys Pro Phe 
245 250 255 

Leu Tyr Arg Gly Arg He Cys Arg Arg Leu Ser Val Val Phe Ala 



260 



265 



Gly Met He Glu Leu Thr Phe Phe He Leu Ser Ala Phe Lys Leu 
275 280 285 

Arg Asp Thr His Leu Trp Tyr Phe Val He Pro Gly Phe Ser He 
290 295 300 

Phe Gly He Phe Trp Met He Cys His He He Phe Leu Leu Thr 
305 310 315 

Leu Trp Gly Phe His Thr Lys Leu Asn Asp Cys His Lys Val Tyr 
320 325 330 

Phe Thr His Arg Thr Asp Tyr Asn Ser Leu Asp Arg He Met Ala 
335 340 345 

Ser Lys Gly Met Arg His Phe Cys Leu He Ser Glu Gin Leu Val 
350 355 360 

Phe Phe Ser Leu Leu Ala Thr Ala He Leu Gly Ala Val Ser Trp 
365 370 375 

Gin Pro Thr Asn Gly He Phe Leu Ser Met Phe Leu He Val Leu 
380 385 390 
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Pro Leu Glu Ser Met Ala His Gly Leu Phe His Glu Leu Gly Asn 

4 0 0 

Cys Lau Gly Gly Thr Ser Val Gly Tyr Ala He Val He Pro Thr 

Asn Phe Cys Ser III Asp Gly Gin Pro Thr Leu Leu Pro Pro Glu 
425 430 4 : 5 

His Val Gin Glu Leu Asn Leu Arg Ser Thr Gly Met Leu Asn Ala 
440 445 450 

He Gin Arg Phe Phe Ala Tyr His. Met lie Glu Thr Tyr Gly Cys 
455 460 465 

Asp Tyr Ser Thr Ser Gly Leu Ser Phe Asp Thr Leu His Ser Lys 
470 475 480 
Leu Lys Ala Phe Leu Glu Leu Arg Thr Val Asp Gly Pro Arg His 



485 



490 



Asp Thr Tyr He Leu Tyr Tyr Ser Gly His Thr His Gly Thr Gly 
500 505 510 

Glu Trp Ala Leu Ala Gly Gly Asp Thr Leu Arg Leu Asp Thr Leu 
515 520 525 

He Glu Trp Trp Arg Glu Lys Asn Gly Ser Phe Cys Ser Arg Leu 

5 3 5 b4U 
He lie val Leu Asp Ser Glu Asn Ser Thr Pro Trp Val Lys Glu 
545 550 555 

Val Arg Lys He Asn Asp Gin Tyr He Ala Val Gin Gly Ala Glu 

Leu lie Lys Thr vll Asp He Glu Glu Ala Asp Pro Pro Gin Leu 

580 

Gly Asp Phe Thr Lys Asp Trp Val Glu Tyr Asn Cys Asn Ser Ser 

Asn Asn lie Cys Thr Glu Lys Gly Arg Thr Val Lys Ala Val 

605 61° t 

Tyr Gly Val Ser Lys Arg Trp Ser Asp Tyr Thr Leu His Leu Pro 

Thr Gly Ser Asp HI Ala Lys His Trp Met Leu His Phe Pro Arg 



635 



640 



He Thr Tyr Pro Leu Val His Leu Ala Asn Trp Leu Cys Gly Leu 

655 660 
Asn Leu Phe Trp "e Cys Lys Thr Cys Phe Arg Cys Leu Lys Arg 



665 



670 



Leu Lys Met Ser Trp Phe Leu Pro Thr Val Leu Asp Thr Gly Gin 
680 685 690 

Gly Phe Lys Leu Val Lys Ser 
695 

<210> 12 
<211> 325 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID NO: 3344986CD1 

Met°Ser 2 Asp Ser Lys Glu Pro Arg Val Gin Gin Leu Gly Leu Leu 



1 5 



10 
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Gly Cys Leu Gly His Gly Ala Leu Val Leu Gin Leu Leu Ser Phe 

Met Leu Leu Ala G^y Val Leu Val Ala He Leu Val Gin Val Ser 
35 40 45 



Lys Val Pro Ser Ser Leu Ser Gin Glu Gin Ser Glu Gin Asp Ala 

lie Tyr Gin Asn Leu Thr Gin Leu Lys Ala Ala Val Gly Glu Leu 

65 70 

Ser Glu Lys Ser Lys Leu Gin Glu He Tyr Gin Glu Leu Thr Gin 



80 85 



Leu Lys Ala Ala Val Gly Glu Leu Pro Glu Lys Ser Lys Leu Gin 

100 105 



95 ±uu 

Glu He Tyr Gin Glu Leu Thr Arg Leu Lys Ala Ala Val Gly Glu 



110 



115 I 20 



Leu Pro Glu Lys Ser Lys Leu Gin Glu lie Tyr Gin Glu Leu Thr 



125 



130 



Arg Leu Lys Ala Ala Val Gly Glu Leu Pro Glu Lys Ser Lys Leu 



140 



145 



Gin Glu He Tyr Gin Glu Leu Thr Arg Leu Lys Ala Ala Val Gly 



155 



160 



Glu Leu Pro Asp Gin Ser Lys Gin Gin Gin lie Tyr Gin Glu Leu 
170 "5 180 

Thr Asp Leu Lys Thr Ala Phe Glu Arg Leu Cys Arg His Cys Pro 



185 19° 



Lys Asp Trp Thr Phe Phe Gin Gly Asn Cys Tyr Phe Met Ser Asn 



200 



205 



Ser Gin Arg Asn Trp His Asp Ser Val Thr Ala Cys Gin Glu Val 
215 220 z*>-> 

Arg Ala Gin Leu Val Val He Lys Thr Ala Glu Glu Gin Asn Phe 



230 



235 



Leu Gin Leu Gin Thr Ser Arg Ser Asn Arg Phe Ser Trp Met Gly 



245 



250 255 



Leu Ser Asp Leu Asn Gin Glu Gly Thr Trp Gin Trp Val Asp Gly 



260 



265 



Ser Pro Leu Ser Pro Ser Phe Gin Arg Tyr Trp Asn Ser Gly Glu 

2 80 

Pro Asn Asn Ser cly Asn Glu Asp Cys Ala Glu Phe Ser Gly Ser 



290 



295 300 



Gly Trp Asn Asp Asn Arg Cys Asp Val Asp Asn Tyr Trp He Cys 



305 



310 



Lys Lys Pro Ala Ala Cys Phe Arg Asp Glu 
320 325 



<210> 13 
<211> 369 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 3576503CD1 

Met°Iys 3 Ser Pro Phe Tyr Arg Cys Gin Asn Thr Thr Ser Val Glu 
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1 








5 










10 










15 


Lys 


Gly 


Asn 


Ser 


Ala 


Val 


Met 


Gly 


Gly 


Val 


Leu 


Phe 


Ser 


Thr 


Gly 






20 










25 










30 


Leu 


Leu 


Gly 


Asn 


Leu 


Leu 


Ala 


Leu 


Gly 


Leu 


Leu 


Ala 


Arg 


Ser 


Gly 








35 










40 










45 


Leu 


Gly 


Trp 


Cys 


Ser 


Arg 


Arg 


Pro 


Leu 


Arg 


Pro 


Leu 


Pro 


Ser 


Val 




50 










55 










60 


Phe 


Tyr 


Met 


Lieu 


Val 


Cys 


Gly 


Leu 


Thr 


Val 


Thr 


Asp 


Leu 


Leu 


Gly 








65 










70 










75 


Lys 


Cys 


Leu 


Leu 


Ser 


Pro 


Val 


Val 


Leu 


Ala 


Ala 


Tyr 


Ala 


Gin 


Asn 






80 










85 










90 


Arg 


Ser 


Leu 


Arg 


Val 


Leu 


Ala 


Pro 


Ala 


Leu 


Asp 


Asn 


Ser 


Leu 


Cys 








95 










100 










105 


Gin 


Ala 


Phe 


Ala 


Phe 


Phe 


Met 


Ser 


Phe 


Phe 


Gly 


Leu 


Ser 


Ser 


Thr 








110 










115 










120 


Leu 


Gin 


Leu 


Leu 


Ala 


Met 


Ala 


Leu 


Glu 


Cys 


Trp 


Leu 


Ser 


Leu 


Gly 








125 










130 










135 


His 


Pro 


Phe 


Phe 


Tyr 
140 


Arg 


Arg 


His 


He 


Thr 
145 


Leu 


Arg 


Leu 


Gly 


Ala 
150 


Leu 


Val 


Ala 


Pro 


Val 
155 


Val 


Ser 


Ala 


Phe 


Ser 
160 


Leu 


Ala 


Phe 


Cys 


Ala 
165 


Leu 


Pro 


Phe 


Met 


Gly 
170 


Phe 


Gly 


Lys 


Phe 


Val 
175 


Gin 


Tyr 


Cys 


Pro 


Gly 
180 


Thr 


Trp 


Cys 


Phe 


He 
185 


Gin 


Met 


Val 


His 


Glu 
190 


Glu 


Gly 


Ser 


Leu 


Ser 
195 


Val 


Leu 


Gly 


Tyr 


Ser 


Val 


Leu 


Tyr 


Ser 


Ser 


Leu 


Met 


Ala 


Leu 


Leu 








200 










205 










210 


Val 


Leu 


Ala 


Thr 


Val 
215 


Leu 


Cys 


Asn 


Leu 


Gly 
220 


Ala 


Met 


Arg 


Asn 


Leu 
225 


Tyr 


Ala 


Met 


His 


Arg 


Arg 


Leu 


Gin 


Arg 


His 


Pro 


Arg 


Ser 


Cys 


Thr 








230 










235 










240 


Arg 


Asp 


Cys 


Ala 


Glu 


Pro 


Arg 


Ala 


Asp 


Gly 


Arg 


Glu 


Ala 


Ser 


Pro 






245 










250 










255 


Gin 


Pro 


Leu 


Glu 


Glu 
260 


Leu 


Asp 


His 


Leu 


Leu 
265 


Leu 


Leu 


Ala 


Leu 


Met 
270 


Thr 


Val 


Leu 


Phe 


Thr 
275 


Met 


Cys 


Ser 


Leu 


Pro 
280 


Val 


He 


Tyr 


Arg 


Ala 
285 


Tyr 


Tyr 


Gly 


Ala 


Phe 


Lys 


Asp 


Val 


Lys 


Glu 


Lys 


Asn 


Arg 


Thr 


Ser 






290 










295 










300 


Glu 


Glu 


Pro 


Glu 


Arg 
305 


Pro 


Pro 


Ser 


Leu 


Ala 
310 


He 


Ser 


He 


Cys 


Asp 
315 


Val 


Asn 


Cys 


Gly 


Pro 
320 


Leu 


Asp 


Ser 


Tyr 


His 
325 


Phe 


Gin 


He 


Ser 


Ser 
330 


He 


Ser 


Asp 


He 


Phe 


Ser 


Gin 


Asp 


Phe 


Ser 


Leu 


Asp 


Leu 


Leu 


Gly 








335 










340 










345 


Thr 


Gly 


Ala 


Asp 


Ala 


Ala 


He 


Pro 


Leu 


Thr 


Trp 


Asn 


Pro 


Val 


Cys 








350 










355 










360 


Asp Ser 


Val 


Phe 


His 


Ser 


Val 


Val 


Ser 






















365 























<210> 14 

<211> 572 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_f eature 

<223> Incyte ID No: 2355971CB1 



gcggagcagc ccgaggcggg gcagcctccc ggagcagcgc cgcgcagagc ccggg«aat 60 
ggg|ccgcgg cggctgctgc tggcggccgc ctgcttcagt ccgtgcggcc <=gctg t tgcc 120 
^gcccgcacc cgggcccgca ggccaggcga gagacgcacg ggaatggggt gcgcgggcgg 180 
agggacgccg aggggagact gcgggggtca ctgttgcgac ttctccccac ecccgcccc. 240 
gtctcctccl aalgccaaac tggcatttgg gctgagatct ggagtttttt ccagccacgt 300 
ttaggcgggg cgtgccaccc ccttcgttgg cacagccgat gcccctttgg actcgatctt 360 
gglgggSca gcccgcctgc aacggggtgt tggatatgga ggaagacgga gcggaagccc 420 
ctgg|ggagc ctgcagtcct: gcgttggaat tgccaacaaa accgtttctt cccaaggacc 480 
aacccccaaa aaggaaaagc ttctcugtc ggccccaacc aattaaacgt ttcggatctc 540 
ttaaaaaaac aaaaaaccaa aaggggcggg cc 



<210> 15 

<211> 517 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID NO: 2917059CB1 



<400> 15 

agaaaggaat acccgatgat 
gatcctattt gggaagaaca 
tgcagctgga ctgggtgagc 
tccaggaggg tgacaactct 
tcatttggta caagcaagaa 
atatggacaa aaggcaaggc 
tctctctgca aattgcagct 
atacacattg ctttccaggc 
agcatccctt tcctttgcaa 



ggaagtagct cttatggctg 
atgatggcag gcattcgagc 
agaggagaga gtgtggggct 
attatcaact gtgcttattc 
tctggaaaag gtcctcaatt 
caaagagtca ccgttttatt 
actcaacctg gagactcagc 
atctgtaacc atcacccaaa 
taaattttag ttataga 



gagattgcag gtttatgact 60 
tttatttatg tacttgtggc 120 
gcatcttcct accctgagtg 180 
aaacagcgcc tcagactact 240 
cattatagac attcgttcaa 300 
gaataagaca gtgaaacatc 360 
tgtctacttt tgtgcagaga 420 
cctgagatgg gaggtgaagc 48 0 

517 



<210> 16 

<211> 2099 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 538181CB1 



<400> 16 

ggagacctaa acacagtcac 
ctttcccttg gtgtgctctg 
gccagttttg agacgctgca 
acggaggatg acttgactga 
agtgaaccct tccacctgat 
ccagtttttg aaggggacct 
actcaggtga ccttctaccg 



catgaagctg ggcngtgtcc 
ggtggcccag atgctactgg 
gtgtgaggga cctgtctgca 
tgcaagggaa gctggcttcc 
tgtgtcctat gactggctga 
gctggttctg cgctgccagg 
agatggctca gctctgggtc 



tcatggcctg ggccctctac 60 
cagctggatg tcatgccgct 120 
ctgaggagag cagctgccac 180 
aggtcaaggc ctacactttc 240 
tcctccaagg tccagccaag 300 
cctggcaaga ctggccactg 360 
cccccgggcc taacagggaa 420 
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ttctccatca ccgtggtaca aaaggcagac agcgggcacc accacngcag tggcaccttc 480 
cagagccccg gtcctgggat cccagaaaca gcatctgttg cggctatcac agtccaagaa 540 
ctgtttccag cgccaattct cagagctcca ccctcagccg aaccccaagc aggaggcccc 600 
atgaccctga gttgtcagac aaagtcgccc ctgcagaggc cagctgcccg cctcctct c 660 
tccttctaca aggatggaag gatagtgcaa agcagggggc cctcctcg. attccag.« 7 0 
cccacagctt cagaagatca ctccgggcca tactggtgtg aggcagccac tgagg-caac 780 
caagtttgga aacagagccc ccagccagag atcagagtgc agggtgcttc cagctctgct 840 
gcacctccca cactgaatcc agctccccag aaaccagctg ccccaggaac tgctcctg.g 900 
gaggcccctg ggcctctgcc cccgccgcca accccatctt ctgaggaccc aggcttttct 960 
cc^cctctgg ggatgccaga ccctcatctg tatcaccaga tgggccttct tctcaaacac 1020 
atgcaggatg tgagagtccc cctcggtcac ctgctcatgg agttgaggga attatctggc 1080 
caccggaagc c'ggg.ccac aaaggccac, gctgaataga agtaaacagt tcacccatga 1140 
tctcacttaa ccaccccaat aaatctgatt cttfttttc tcttcctgtc ctgcaeatat 1200 
gcataagtac ttttacaagt tgtcccagtg ttttgttaga ataatgtagt ^tgagtg 1260 
caaataaate tatataaagt gagaattaga gtwagctat aattgtgtat "tctetta. 1320 
cacaacagaa ctctgctgtc tagatcagga atttctatct gttatatcga ccagaatgtt 1380 
gtgatttaaa gagaactaat ggaagcggat tgaatacagc agtctcaact 9ggggcaatt 1440 
ugcccccca gaggacattg ggaaatgttt ggagacattt tggtcattat acttgggggg 1500 
ttgggggatg gtgggatgtg tgtgctactg gcatccagta aatagaagcc aggggtgccg 156 0 
ctaaacatcc tataatgcac agggcagtac cccacaacga aaaataatct ggcccaaaat 1620 
gtcagttgta ctgagtccga gaaaccccag cctaatgaaa ccctaggcgt tgggctctgg 1680 
aacgggactt tgtcccttct aattattatc tctttccagc ctcattcagc tattcttact 1740 
gacataccag tctttagccg gtgctatggt ctgttcttta gttctagttt gtatcccctc 1800 
aaaagccatt atgttgaaat cctaatcccc aaggtgatgg cattaagaag tgggcctttg 1860 
ggaagtgatt agatcaggag tgcagagccc tcatgattag gattagtgcc cttattta a 1920 
aaggccccag agagctaact cacccctcca ccatatgagg acgtggcaag aagatgacat 1980 
gtl?gagaac cLLaacag cgeegcca*. caccgactct gtcgttgcct tgatcttgaa 2040 
cttccagcct ccagaactat gagaaataaa attctgttgt ttgtaagcta aaaaaaaaa 2099 



<210> 17 
<211> 770 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1368760CB1 



agtgtggggt ggaaaggaag agtgagcgag agcaagttaa ggggaggggg tgtaagagcc 60 
agcgaattct ttttcttttt ctattattat tttgacgact cctgagttgc gcccatgctc 120 
ttgtcagctt cgtcttaggc gtacatggcc aggcagaaga aaatggggca aagcgtgctc 180 
cgggcggtct tctctttagt cctggggctt ttgggtcatt ctcacggagg attccccaac 240 
accatcagca taggtggacc tttcatgaga aacacagtgc aggagcacag cgctttccgc 300 
tttgccgtgc agttatacaa caccaaccag aacaccaccg agaagccctt ccatttgaat 360 
taccacgtag atctcttgga ttcctccaat agtttttccg tgacaaatgc tttctgctcc 420 
cagttctcga gaggggtgta egccatcttt ggattctatg accagatgtc aatgaacacc 480 
ctgacctcct tctgtggggc cctgoacaca tcctttgtta cgcctagctt ccccactgac 540 
gcagatgtgc agtttgtcat ccagatgcgc ccagccttga agggcgctat tctgagtctt 600 
ctgggtcatt acaagtggga gaagtttgtg tacctctatg acacagaacg aggtaagaag 660 
aggcacctgc tctgctcttt agatattcat gtaattgtgt tcaaacttcc tcagcttatg 720 
tgccccttgc ttccaataaa taaaatctaa ttctgtttta aaaaaaaaaa 
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<210> 18 
<211> 572 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1670669CB1 



gcctggtcgg gaagggcctg gtcagctgcg tccggcggag gcagctgctg acccagctgt 60 
ScStgcc ggtScgggg gacggagggg caggagccct wctccccg ^ggcggggg 20 
ctgtatcatg gaccacctcg gggcgtccct ctggccccag gtcggctccc "tgtctcct 180 
gctcgctggg gccgcctggg cgcccccgcc taacctcccg gaccccaagt "gagagcaa 240 
agcggcctK ctg^cggccc gggggcccga agagcttctg tgcttcaccg agcggg.tgg 300 
aggacttggg atgagccatg ggaagctgtg tcgcctgcac caggctccca ^gcgcgtgg 360 
tScggtlS cttc^ggtgt gcgctgccta caggcgacac gtcgagcttc gtgc 9 420 

agttSgcg? cacagcagcc tccggcgctc cgcgatatca ccgtgtcatc cac *"aatg JJJ 
aagtaSgct: ccgagacggc cccgtggggc tggtggcgcg ggttggctga cgagagcggg 540 
cagctaggtg tgcgctggct cccggggggt gg 



<210> 19 
<211> 1795 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> incyte ID No: 2851578CB1 

<400> 19 



ctcagtaccc cgaggcggat ggaaggaggg agggccgcag ggttcccctt OTCCtg^ J° 
caggaacaca gggtgtttct cagtggctgc gagaatgctg atgaaaaccc ca 99^5"g 120 
tgtcaccgtg g^ggccagct gatagtgcca atcatcccac tttgccctga 9™£°££ 240 
aggggtagaa gactccagaa ccttctctca ggcccatggc ccaagcagcc catggaactc 240 
SSSec?ga gctctccatc tccctctctc tcctcctctg ttctccctcc ctccttctct 300 
ccctcaccct cctctgctcc ctctgccttt accactgtgg gggggtcctc W 360 
tgccacccca cctcttcctc gctggtgtct gccttcctgg caccaatcct 99cee^ 420 
tttgtcctgg gcctggcggg gaacagtttg gccctcttca tcctctgcat -acacgcgg 480 
ccctggacct ccaacacggt gttcctggtc agcctggtgg ccgctgactt ^cctgatc 540 
agcaacctgc ccctccgcgc ggactactac ctcctccatg agacctggcg ^ttggggct 600 
gctgcctgca aagtcaacct cttcatgctg tccaccaacc gcacggccag -9«^"c 660 
ctcacagcca tcgcactcaa ccgctacctg aaggtggtgc agccccacca 120 
cqtacttccg tgggggcago tgcccgggtg gccgggggac tctgggtggg catcctgctc 780 
ctcaacgggc a detect gagcaccttc tccggcccct cctgcctcag ctacagggtg 840 
ggcacgalgc cctcggcctc gctccgctgg caccaggcac tgtacctget ^"cttc 900 
ctgccactgg cgctcatcct ccctgctatt gtgagcattg ggctcaccat ccggaaccgt 960 
ggLtgggS g^caggcagg cccgcagagg gecatgegtg tgctggccat ggcggtggcc 1020 
gtctacacca tetgettett gcccagcatc acctttggca tggctcccat OT^ctttc 1080 
tggctgtccg cctgccgctc cctggacctc tgcacacagc tcntccatgg ctccctggcc 1140 
ttcacctacc tcaacagtgt cccggacccc gtgetctact gcttccctag -ccaacccc 1200 
ctccaccaga gccgggcctt gctgggcctc acgcggggcc ggcagggccc agtgagcgac 1260 
gagagctccc accaaccctc caggcagtgg cgctaccggg aggcctccag 9 a ^gcggag 1320 
gecataggga agctgaaagt geagggegag gtctctctgg aaaaggaagg ctccccccag 1380 
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ggctgagggc cagcngcagg gctgcagcgc tgcgggggta agggctgccg cgccctggcc 1440 

tagagggaca aggccagcac acggtgcctc aaccaactgg acaagggatg gcggcagacc 1500 

aggggccagg ccaaagcact ggcaggactc aggtgggtgg cagggagaga aacccaccta 156 0 

ggcctctcag tgtgtccagg atggcattcc cagaatgcag gggagagcag gangccgggt 1620 

ggaggagaca ggcaaggtgc cgttggcaca ccagctcaga caggggcctg cgcagctgca 1680 

ggggacagac gccaatcact gtcacagcag agccacctta gaaattggac agctgcangt 1740 

tctgtgctct ccagtttgtc ccttccaata ttaataaact tcccttttaa atata 1795 



<210> 20 
<211> 2053 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 3393757CB1 



<400> 20 

cccaccctca 

ccaatgccat 

ggttggagtc 

tccagagcat 

tgccccgctt 

tcagaggcct 

cagaattgtc 

aggcagtgat 

tggtgggcct 

tggaacctga 

cccccatcct 

tcagctcccc 

tctgtgtctt 

gcacaatagg 

ccgtcctcat 

acatggggct 

gtaaagccat 

tggcccacct 

tcatcgccgg 

ccctgtacct 

gattcatgaa 

tttctgcagc 

aaaagggatt 

ttctctttct 

tgtccaccct 

tgggctgcac^ 

acctcttcac 

tcagccagca 

ctgagtctga 

cggtaagatc 

cctatcacac 

agtacgcctt 

agtcatagcc 

gggtcacctg 

acaaaaaaaa 



tcggcctccc 
cttcatcccc 
ttcatgcggg 
cttacaggcg 
acagcagcac 
gagcaagaac 
cctggaggtg 
gcagctcgac 
tgtctccatt 
gaagcagatg 
gctctcagat 
agttaccttc 
ctgggagcat 
caccagagac 
ggcccactac 
gagcgtctct 
ccagaacacc 
cctcttcctc 
taccttgcac 
cctcctcact 
gaagctcatg 
ctccaggcct 
tatatggggc 
ggtgactctc 
ccggaacaca 
gtggtgtctg 
catcatcaac 
ggtccgggag 
gatgcacaca 
acgcattgct 
aaggaaacct 
gactcattaa 
tgtcatcccg 
aggccaggag 
aaa 



aaagtgctgg 
cagatagaca 
ccctctggcc 
ccggatgagc 
tgtgtggcca 
ctttccaatg 
cagaagcaag 
tggaatcagg 
ccagggatgg 
cttctgcatg 
gtgatctctg 
accttctccc 
ggccagaatg 
accagcacca 
gatgtgcagg 
ctgctgtgcc 
agcacctcac 
gtggcaattg 
tatctctacc 
gcacggaacc 
ttccctgtgg 
cacctttatg 
ttccttggac 
tggattttga 
aggatgctgg 
ggcatcttgc 
agcctgcagg 
caatatggga 
ctctccagca 
ccagagcact 
gggaatacag 
ccattagcaa 
gcatcactgt 
tgcaagatga 



aattagaggc 
gtctctagga 
catggctcac 
tgctggaggc 
gtcacctgct 
ggctgttgaa 
tagacaggag 
cacagaaatc 
gcaagttgct 
agacacacca 
cctttctgag 
accgttcagt 
gatgtggtca 
tctgccgttg 
aggaggatcc 
tcctcctggc 
tgcatctgca 
atcaaaccgg 
tggccacctt 
tgacggtggt 
gctacggagt 
gaacaccttc 
ctgtctgcgc 
aaaacagact 
catttaaagc 
aggtgggtcc 
gtgtcttcat 
aatggtccaa 
gtgctaaggc 
tcactaaccg 
caggcaatgc 
tgatctcagt 
catcccagca 
ccctgggcaa 



gtgatcaccg 
tctgttccct 
taggtctgtg 
ccctggggac 
ggatggccta 
cttcagttat 
tgtcaccttg 
tggtgaccca 
ggctgaggcc 
gggcttgctg 
caacaacgac 
gatcccgaga 
ctgggccacc 
cacccacctg 
cgtgctgact 
ggccctcact 
gctctcgctc 
acacaaggtg 
gacctggatg 
caactactca 
cccagctgtg 
ccgctgctgg 
catcttctct 
ctcctccctc 
gacagctcag 
ggctgcccgg 
cttcctggtg 
agggatcagg 
tgacacctcc 
acccacctga 
cctagaaagg 
ntaaatgttt 
tttgggaggc 
catagcaaga 



tgcccagccg 


60 


ggggctgagc 


120 


cccacatccc 


180 


ctggagaccc 


240 


gaggatgtcc 


300 


cctgcaggca 


360 


agacagaatc 


420 


ggcccttctg 


480 


cctctggtcc 


540 


c a cr cr a c Q cr c t 


600 


acccaaaacc 


660 


cagaaggtgc 


720 


acaggctgca 


780 


agcagctttg 


840 


gtcatcacct 


900 


tttctcctgt 


960 


tgcctcttcc 


1020 


ctgtgctcca 


1080 


ctgctggagg 


1140 


agcatcaaca 


1200 


acagtggcca 


1260 


ctccaaccag 


1320 


gtgaatttag 


1380 


aatagtgaag 


1440 


ctgttcatcc 


1500 


gtcatggcct 


1560 


taccgcctcc 


1620 


aaattgaaaa 


1680 


aaacccagca 


1740 


ggagcatgtg 


1800 


ctcgcatctg 


1860 


ttttttaatc 


1920 


ctaggcaaga 


1980 


ccccatctct 


2040 




2053 
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<210> 21 

<211> 1500 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 312256CB1 



<400> 21 

caggtgcccg acatggcgag tgtagtgctg 
gcggcggcgg cgcctcccgg gctccggctc 
gcactgatcc ccacaggtga tgggcagaat 
ggagaggttg cgaccatcag ttgccaagtc 
ctgaatccca acaggcagac catttatttc 
tttcagttgc tgaatttttc tagcagtgaa 
tctgatgaag gaagatactt ttgccagctc 
accatcacag tcctggtccc accacgtaat 
gtggaaggtg aggagattga agtcaactgc 
atcaggtggt tcaaagggaa cacagagcta 
gacatgtaca ctgtgaccag tcagctgatg 
ccagtgatct gccaggtgga gcaccctgcg 
ctagaagtac agcataagcc tcaagtgcac 
acccgggaag gggacgcgct tgagttaaca 
atggtaactt gggtgagagt cgatgatgaa 
aacctgttca tcaataacct aaacaaaaca 
aacatagtgg ggaaagctca ctcggattat 
atccctcctc ccacaacaac caccaccacc 
atcatcacag attcccgagc aggtgaagaa 
atcggtggcg tcgtggcggt ggtggtgttc 
cgctattttg ccagacataa aggtacatac 
gcagcagacg cagacacagc tataatcaat 
aagaaagagt acttcatcta gatcagcctt 
atttagatga taaagagaca gtgatattgg 
gaatgggtgg aaaggtgtga gactgggaag 



ccgagcggat cccagtgtgc ggcggcagcg 6 0 
cggcttctgc tgttgctctt ctccgccgcg 120 
ctgtttacga aagacgtgac agtgatcgag 180 
aataagagtg acgactctgt gactcagcta 24 0 
agggacttca ggcctttgaa ggacagcagg 300 
ctcaaagtat cattgacaaa cgtctcaatt 360 
tataccgatc ccccacagga aagttacacc 420 
ctgatgatcg atatccagaa agacactgcg 480 
actgctatgg ccagcaagcc agccacgact 540 
aaaggcaaat cggaggtgga agagtggtca 600 
ctgaaggtgc acaaggagga cgatggggtc 66 0 
gtcactggaa acctgcagac ccagcggtat 72 0 
attcagatga cttatcctct acaaggctta 780 
tgtgaagcca tcgggaagcc ccagcctgtg 840 
atgcctcaac acgccgtact gtctgggccc 900 
gataatggta cataccgctg tgaagcttca 960 
atgctgtatg tatacgatcc ccccacaact 1020 
accaccacca ccaccaccac catccttacc 1080 
ggctcgatca gggcagtgga tcatgccgtg 1140 
gccatgctgt gcttgctcat cattctgggg 12 00 
ttcactcatg aagccaaagg agccgatgac 1260 
gcagaaggag gacagaacaa ctccgaagaa 1320 
tttgtttcaa tgaggtgtcc aactggccct 1380 
aacttgcgag aaattcgtgt gtttttttat 1440 
gcttgggatt tgctgtgtaa aaaaaaaaaa 1500 



<210> 22 

<211> 1449 

<212> DNA 

<213 > Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1615704CB1 



<400> 22 

gtcacgagcc cgcaggaagt ctcgtatcgc 
cgccagatcc aggctcctgg aagaaccatg 
actgctgccc aagaggagct gctgtttgaa 
agagctgccg gctgaaaatt acccaaccaa 
tcttcttgtt ctacctggct tcggtgctga 
aaacccatag cttgaaaggc ctggccaggg 
cagaatgtct tcagagagcc gtgcatggat 
acaccttcat tgtcctgcac ctggtcttgc 



gcccgggagg cgccggagcc .cagcggctgg 6 0 
tccggcagct actggtcatg ccaggcacac 12 0 
ttatctgtga atgttgggaa gaggaatgcc 18 0 
gagaaatctg caggatggac tttctggtcc 24 0 
tgggtcttgt tcttatctgc gtctgctcga 300 
gaggagcaca gatattttcc tgtataattc 360 
tgcttcatta ccttttccat acgagaaacc 420 
aagggatggt ttatactgag tacacctggg 48 0 
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aagtattCg g ccac.gtcag gagctjg^ ^c^gca ^ 
tg c tg cta gg tgcaaacccg «««c.c. ccctg.c«g 99 gcgacgtt tc 660 

taacaaaagc aaatgaatca ttatttcttc atgu a aartcaacc c aa gcactgca 720 
caaagaacgt gaggtgctct acetgtgatt: ta.gga.acc gg | ttcg ? c c 780 

gtgagtgtgg ctc.cgtgac -cagcggca cc«caacag "catg^g 99 tg ^ 

gtgagggaat gtttcccgaa tccgaaagc f,* 9 " * ggt gaacaac tgcatcgggg 900 
taacccggtg tgtgcaccgt ttcgaccatc a ctgtgttc g gg 9 ct - gccaccg 960 

cctggaacat caggtacttc ctcatc.acg tcttgacctt jacggcctcg 9 9 ^ 
tcgccattgt gagcaccact: tttetggtcc »="ggtggt ^cag cttattcagt 1080 
agacttacat cgatgacctt ggacacctcc f gttatgga cacggtct 114Q 
acctgttcct gacttttcca cggattgtct ^atgctggg "ttgtcgtg ^ agac Lcra 1200 
tccrcctggg tggccacctg ttgttcgtcc ^acctggc 99«accaa 9 12g0 
acgagtggta cagaggtgac cgggcccggt 9ccagcgttg agcaaccttc 1320 

cgtcagcaga gccccaagtc -ccggaaca g S C aagaa tgacaagtgc 1380 

aagagatctt tctacctgcc tttccatgtc a ^gagg 9 gttttccaaa 1440 

atgactgcct ttgagctgta gttcccgttt atttacacat gtggac a 



aaaaaaaaa 



<210> 23 
<211> 1587 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> incyte ID No: 1659465CB1 



<400> 23 tt-tctoaet ggggtgaggc cgcagcggac tgccctttcc 60 

tgtcccatcc ccgcgcctgc ttctctgact gggg a as taatca tgcagtc gg g 120 

caagatggcg tcgaagatag gttcgagacg 9tggatgttg «9ctgatc. tg g 993 ^ 
ttcggtgctg ctcacacgct gccccttttg 999Ctgcttc ^ccagccca ^^9 ^ 
tgagagggct gaggcacgcc 99-gcccga -^ccagtg cct 9 tegc 2QQ 

gggggcagcc gtgctgtgcg ^agtttcat 9tcctttgg | c ^ tacatcg ggggct acgt 360 
gctgggggcc gcactccaat tggccattag ^ctacg 9 tC a t cggcgg 420 

ccactacggg gactggctga aggtccgtat gtactcgcgc a g « gC agccgctc 480 
ctttcttgtg ttggccagcg gtgctgggga 9«gt«ccgc ^ Ltactcact 540 

cctgcagtcc accggccagg tgttcctggg "tctaccte ^tgtgtgg 600 
gcagcacagc aaggaggacc ggctggcgta tctgaaccat "cccaggag 
gatccagctg ttcttcgtgc tgtatggcat -ctggccctg jcc«tctgt «99 72Q 
cgtgaccctc gctgcccaga tcctggctgt actgctgccc cctgtcatgc aSatgaagcc 780 
tggcaargtt gcttactggc acaacacgcg 9cgtgtcgag «ctgg«cc aga g g 
ccttggagag agtgtgggca tcttcggaac tgctgt«tc ^gccacng atgg g g ^ 
tttat ggcaa gaggctgaga tgggc.c^gg ^ccac^g- 993-accct 9^^ ^ 
ttgct gg ccc agctgctgtt tatttatgct ccccggc a » qggcccagcg 1020 

ttt aaaa t cg t« t «g«g ~ gctca.,g ™ 999^99 ^ 
cttgggaggg caggagccct ^accaatg ccg gg gggccgggat 1140 

tgaggccagc tgcccactga gtctcctgtc cccgag aa a * tggaagcgag 1200 

gcggctactg agagtgggag agtgggagac agaggaagga agatgg.gat tgg g gj 

caaatgtgaa aaactcctct ctgaacctgg ca 9 a ^"^ tcSacccag gaagggcaca 1320 
ggagactgtg agagggagtg t gtg t gr t ga "catgtgga ".ggcccag g 999 ^ 
ggggctgagc actacagaag tcacatgggt: ^ ctca 999" ^ccagggg | 1440 
ccggccctct gtcactcacc ttgagagrag agcag ccct 9«ctgctct 
ggggtggagc aggcagtggc cagccttgcc cttcctgctg tctccgtctc £9 J 
gctggcccgg tgggggtgga gttccccccc aaacaccaga ccacacag 
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aaacacttta tatagaaaaa aaaaaaa 



<210> 24 
<211> 3928 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2120743CB1 

<400> 24 



ccctcgagcc gtaccgtcgc ggatttcggc ggcggaaaca tggcggtcgc ggccgggccg 60 
gtaacggaga aagttLcgc cgacactggc ctgtattagc gcgtatggcc tcgggccctc 120 
attccccaag gcgtgccgcc tccctgttct cagtcgcagg ctgaagcctt gtctgctctc 180 
ctccttt^g gt?tgg«« ggaactgact ccgagggttg ggagagcgcg ttggtggcga 240 
cggccgagtc agatcactat aaacaaaatt tccacaagag aaaatgttga aataggagtt 300 
gcggaLcat tggatatact ggatgaaata caagcggtta attttgtaac ^gagggaaa 36 
aacccacatt qctggttaca tgtgtaaatc actgcgttat tgctttagtc attgtctcta 420 
St.gc.Sg acaagactgg aagaagtaaa tagagaagtg aacatgcatt -tcagtgcg 480 
atatcttqqc tatttagcca gaatcaattt attggttgct atatgcttag gtctatacgt 540 
aagatggS aaaacagcaa attccttaat tttggtaatt tttattcttg ^ctctttgt 600 
tcttaoaatc gccagcatac tctattacta tttttcaatg gaagcagcaa gtttaagtct 66 0 
ctccaaJctt tggtttggat tcttgcttgg cctcctatgt "-ttgata -tcatcctt 720 
taaaaatgat gtaaaagaag aatcaaccaa atatttgctt "aacatcca ™° 
gatattgtgc tctctggtgg agagaatttc tggttatgtc cgtcatcggc ccactttact 840 

™ sssss ^™ -™ r I 
sees ™£ ™"> 

aactaaJcc? I tccttgaca tttattttag tggactttca gtaactgaaa gatggaaacc 1140 
SSSS cgtggaagaa tttgcagaag actttcagtc gtttt^e* gaa^actga 
gcttacattt tttattcttt ccgcattcaa acttagagac actcacctct ggtattttgt i^bu 
aatacctggc ttttccattt ttggaatttt ctggatgatt tgtcatatt. tttttctttt 1320 
aactctttgg ggattccata ccaaattaaa tgactgccat aaa gtatatt tt.ct«cag 1380 
gacagattac aatagccttg atagaatcat ggcatccaaa ^tgcgcc -"tttgctt 1440 
oatttcaoaa cagttggtgt tctttagtct tcttgcaaca gcgattttgg gagcagtttc isou 
Kg«gcca -aaatggaa — cttgag catgtttcta .tcgttttgc cattggaa.c 560 
catggctcat gggctcttcc atgaattggg taactgttta ggaggaacat ^gttggata 1620 
tgctattgtg Ittcccacca acttctgcag tcctgatggt cagccaacac tgc tccccc 1680 
agaacatgta caggagttaa atttgaggtc tactggcatg ctcaatgcta tag 1740 
ttttge.Lt catatgattg agacctatgg atgtgactat tccacaagtg 

tgatactctg cattccaaac taaaagcttt cctcgaactt cggacagtgg atggacccag 1860 
acatgatacg tatattttgt attacagtgg gcacacccat ggtacaggag «^<£* J»J 
agcaggtgga gatacactac gccttgacac acttatagaa tggtggagag auagaatgg 2040 
tlccttt^gt tcccggctta ttatcgtatt agacagcgaa aattcaaccc "tgggtgaa 2100 
agaagtgagg aaaattaatg accagtatat tgcagtgcaa ggagcagagt ^"aaaaac 2100 
altagaLtt gaagaagctg acccgccaca gctaggtgac tttacaaaag ■ctgggtag, 2160 
atataactgc aactccagta ataacatctg ctggactgaa aagggacgca ^220 
agtatatggt gtgtcaaaac ggtggagtga ctacactctg catttgccaa =sggaagcga 2280 
tatqqccaag cactggatgt tacactttcc tcgtattaca tatcccctag tgcatttggc 2340 

^gcgglctga accttttttg gatctgcaaa acttg^ta ^^-tgaa 
aagattaaaa atgagttggt ttcttcctac tgtgctggac *caggacaag 9ectcauct 2460 
tgtcaaatct taatttggac cccaaagcgg gatattaata agcactcata ctaccaatta 
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ccactaactc gccatttttt gtatgctgta 
ctgtagctgc tctcactttg tcttttctta 
aaaaacattt tataatgaaa gtatgtaggg 
acgttaaaaa taacactgca ctttcaggaa 
cagttgtcta tgctctgcaa tggtcaatga 
ataataatag tttagagaat gtagaccaga 
cagtttactt acagaagatt cttttttcca 
gaactgcaaa ctctttctct cagaaaagaa 
gcttataccc catcacattc agatgtcttg 
cccaagttac attttagatc aaaatattct 
tacaagttgc tcttccatgc gttggtcagg 
tctttctcag ggtaacttaa tgttttctta 
caataaattg tcttcctttt tgaaaagtac 
tgactgactc agtctatttt aagtattcag 
tctgccttga aaattatttt tctgatcctt 
gtcagaggat aggaaacaag tatttctctt 
agtattcata ttggcaattt tagttaggca 
gtgttttgtc tgattaaagc aggcactgat 
ttattccttt ccaataatta ttacattcta 
aagggaatag aattaaattg gggtataatc 
tcaccattga agccattttt ttatagcctc 
ctacctggtg acttgaaaat tgaactttta 
gtataccact atctatgcag cattgttata 
tttcctaatg ctctaaataa aatttttc 



ttcttatttg tggaaaacac ctcgctactt 2580 
agtaattatg gcacatacaa ggcgttggga 2640 
agtcaaatgc ttactgtaaa tgcataagag 2700 
tgtttgctta tggtcctgat tagaaagaaa 2760 
tgaatcacta atgccttatt ttctaggcat 2820 
taaatttgtt tactgtttta agaaaactac 2880 
aacagtaggt ttcatccaag accatttgaa 2940 
agagggcagc ctaaaataaa cgcaaaattt 3000 
gttgtgactt attaccagtg tggcagagaa 3060 
ttatgtaggt attgttaaaa ggctagagcc 3120 
gggccctgaa aacactggta atattaagag 3180 
atgaacagtg tttccagcta caaattcttc 3240 
tctcatagaa gaaatttagc aatttctcgt 3300 
aaaagatttt gatccccatt gagttaatgc 3360 
gttagtgata acattttttt tctactgaag 3420 
ctggtataca tgtaatgtat tctgtaaaaa 3480 
taatattgtg gttgtaattt ttaaaactta 3540 
cagggtatct cctaagaggt aattcacttc 3600 
aattttcatc tatgagaaat aacaaacaag 3660 
taatcttcat tgtttaaatg gtttgccttc 3720 
agaaagagga aataatgcct ccaccatttt 3780 
agttaggaag aagttagagt cagggaactt 3840 
gtctgattat ttctgtgttt tgaatatgat 3900 

3928 



<210> 25 

<211> 1542 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3344986CB1 



<400> 25 

atgtaccacc gcgtccgcat gtcatgagtg 
catcccccaa cacctccctg aaattcctgc 
tttcactagc ctttctggtg atgtgatctt 
cagtagattt agaaagtgag gatcagaggg 
cctgaacacc tgggggcagc gggaaaacat 
gctgggcctc ctggggtgtc ttggccatgg 
gctcttggct ggggtcctgg tggccatcct 
aagtcaggaa caatccgagc aagacgcaat 
agtgggtgag ctctcagaga aatccaagct 
gaaggctgca gtgggtgagt tgccagagaa 
gacccggctg aaggctgcag tgggtgagtt 
ccaggagctg acccggctga aggctgcagt 
ggagatctac caggagctga cccggctgaa 
caagcagcag caaatctacc aggagctgac 
ccgccactgt cccaaggact ggacattctt 
ccagcggaac tggcacgact ccgtcaccgc 
aatcaaaact gctgaggagc agaacttcct 
ctcctggatg ggactttcag acctaaatca 
acctctgtca cccagcttcc agcggtactg 



gaggagtcct tctccctgtc aaccccagac 60 
aaggtcaggc cgatctcagg ctctgactcc 120 
acccagcttc ctgtttgtct tcctgagaga 180 
tggaaaataa aagctgtggt ccccaggagt 24 0 
gagtgactcc aaggaaccaa gggtgcagca 3 00 
cgccctggtg ctgcaactcc tctccttcat 360 
tgtccaagtg tccaaggtcc ccagctccct 420 
ctaccagaac ctgacccagc ttaaagctgc 480 
gcaggagatc taccaggagc tgacccagct 540 
atccaagctg caggagatct accaggagct 6 00 
gccagagaaa tccaagctgc aggagatcta 66 0 
gggtgagttg ccagagaaat ccaagctgca 720 
ggctgcagtg ggtgagttgc cagaccagtc 780 
cgatttgaag actgcatttg aacgcctgtg 84 0 
ccaaggaaac tgttacttca tgtctaactc 900 
ctgccaggaa gtgagggccc agctcgtcgt 960 
acagctgcag acttccagga gtaaccgctt 1020 
ggaaggcacg tggcaatggg tggacggctc 1080 
gaacagtgga gaacccaaca atagcgggaa 1140 
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tgaagactgt gcggaattta gtggcagtgg cnggaacgac aatcgatgtg acgttgacaa 1200 

ttactggacc tgcaaaaagc ccgcagcctg cttcagagac gaatagttgt ttccctgcta 1260 

gcctcagcct ccattgtggt atagcagaac ttcacccact tctacacccc gtgcaccctt 1320 

ttgactgggg acttgctggc tgaaggagct catcttgcag gctggaagca ccagggaatt 1380 

aattccccca gtcaaccaat ggcatccaga gagggcatgg aggctccata caacctcttc 1440 

cacccccaca tctttctttg tcctatacat gtcttccatt tggctgtttc tgagccgtag 1500 

cctttataac aaagtggtaa atgttgtaac tgcaaaaaaa aa 1542 



<210> 26 

<211> 1264 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 3576503CB1 



<400> 26 

cggacttttt ctgtggcgca gcttctccgc 
cttagcaccc gggcgccggg gccctcgccc 
ccgcacgcca tgaagtcgcc gttctaccgc 
aactcggcgg tgatgggcgg ggtgctcttc 
ctggggctgc tggcgcgctc ggggctgggg 
ccctcggtct tctacatgct ggtgtgtggc 
ctcctaagcc cggtggtgct ggctgcctac 
cccgcattgg acaactcgtt gtgccaagcc 
tcctcgacac tgcaactcct ggccatggca 
ttcttctacc gacggcacat caccctgcgc 
gccttctccc tggctttctg cgcgctacct 
tgccccggca cctggtgctt tatccagatg 
gggtactctg tgctctactc cagcctcatg 
aacctcggcg ccatgcgcaa cctctatgcg 
tcctgcacca gggactgtgc cgagccgcgc 
ctggaggagc tggatcacct cctgctgctg 
tctctgcccg taatttatcg cgcttactat 
aggacctctg aagaaccaga gagacctccg 
tgtggaccct tggattctta tcattttcag 
gatttttcat tagacctctt aggtacagga 
ccagtctgtg acagtgtttt tcactctgtg 

tggt 



ccgagccgcg cgcggagctg ccgggggctc 6 0 
ttccgcagcc ttcactccag ccctctgctc 12 0 
tgccagaaca ccacctctgt ggaaaaaggc 180 
agcaccggcc tcctgggcaa cctgctggcc 24 0 
tggtgctcgc ggcgtccact gcgcccgctg 300 
ctgacggtca ccgacttgct gggcaagtgc 360 
gctcagaacc ggagtctgcg ggtgcttgcg 420 
ttcgccttct tcatgtcctt ctttgggctc 480 
ctggagtgct ggctctccct agggcaccct 540 
ctgggcgcac tggtggcccc ggtggtgagc 6 00 
ttcatgggct tcgggaagtt cgtgcagtac 660 
gtccacgagg agggctcgct gtcggtgctg 72 0 
gcgctgctgg tcctcgccac cgtgctgtgc 78 0 
atgcaccggc ggctgcagcg gcacccgcgc 84 0 
gcggacggga gggaagcgtc ccctcagccc 900 
gcgctgatga ccgtgctctt cactatgtgt 960 
ggagcattta aggatgtcaa ggagaaaaac 1020 
agccttgcga tttctatctg tgatgtcaat 1080 
atctccagta tttcggatat tttttcacaa 1140 
gccgatgcag caattccact aacatggaat 1200 
gtaagctgag gagtgtctga catgcggtgg 126 0 

1264 
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